
FM
O

-like

Metransf 3

PARulatory

Pres lyase

D
U

F4
3

Ldh 1 N

R
sm

J

Metansf 24

Semhyd
e dh

PRMT5

DXPcto
iso

m

DUF5130

T
R

M

tR
N

m
et

h 
tr

Eco
57

I

M
et

an
sf

D12

G
CD14

G
FO

D
H

 M
oc

A

Glyhydro 4

M
an

ito
l d

h

FmrO
B

12
bi

nd
in

g

G
M

Coxred N

Mg-mtran C
D

O
T1

T
hi4

NAD3P dh N

P
yrredox 3

Met R
smB-F

M
et

an
sf

 1
0

U
bihyltran

A
do

as
e 

N
A

D

HIM1

TRM13

N
22

27

Metansf 32

DUF2431

TehB

CoA
bin

din
g

SAMBD

DUF5129

R
os

nn
-li

ke

Metansf 18

Alah PNT C

Pol synt 2

N6 M
tase

Pyr redox

TrkA N

G
ID

A

Metransf 2

Trpogenase

S
A

M
 M

T

adh short

MOLO1

CoA
nd

in
g 

2

R
rnaAD

NADnding 5

Gp dh N

M
etansf 16

Fibillarin

AviRa

adhhort C
2

UDPDP dh N

D
A

OM
ur

 li
ga

se

Metansf PK

M
etW

M
qo

P
yrredox 2

M
et

 1
0

P
D

H

S
pe

e 
sy

nt
h

GDI

A
D

H
 z

in
c 

N

N6 
4 

M
ta

se

THFG CYH C

M
etansf 25

M
etransf 8

OCDrystall
NAS

FtsJ

TPMphatase

N
A

D
nding 8

Rmlub bind

G
lu

de
hy

d 
C E

LF
ehydrog

TrmK

YjeF N

F4
2x

id
or

ed

U
P

F
01

46

UPF00
20

M
etansf 12

GLF

N
6-

ne
M

la
se

M
et

an
sf

 3
4

M
etransf 9

NADnding 3

Epimerase

Metansf 19

CmcI

SE

Metra
nsf 5

D
U

F
36

4

N
AD

nd
in

g 
2

FA
D

xidored

Bin3

M
al

ic
 M

M
et

an
sf

 3
0

Ilv
N

rR
Nthyla

se

XdhC C

Sacd
h N

ADP

N
N

M
M

T
 T

E
M

T

M
et

an
s 

S
A

M

M
et

an
sf

 1
5

Enoductase

M
T-

A70

Eno NADH b
G

R
D

A

K
 oygenase

Lycne cycl

Metransf 7

Metansf 20

TylF

D
U

F
16

6

P
rm

A
Metansf 28

N
odS

Rsm22

B
m

t2

D
R

E
V

CoA
nd

in
g 

3

Metra
nsf 4

NADnding 4

NSP13

FAD
nding 3

FA
D

nding 2

B
ac G

D
H

LCM

DFP

N
A

D
nding 9

ApbA

ThiF

GDPn Dehyd

A
m

ioxidase

DUF1776

DUF1442

M
etansf 22

C
he

R

Metansf 17

G
idB

NADding 10

M
etansf 31

D
X

P
di

so
m

 C

M
C

R
A

M
TSC

on
yp

ot
h9

5C
M

A
S

PCM
T

D
U

F
268

P
ox M

C
E

L

Adot MTase

3HCDH N

NmrA

A
D

H
in

c 
N

 2

T
P

M
T

D
N

A
th

yl
as

e

Metans M
on

DapB N

Metansf 21

E
no

 F
A

D
 b

d

3Beta HSD

M
etansf 29

GRAS

H
I033 like

KR

NADnding 7

M
etansf 11

G
6P

D N

Shimate DH

2-
H

id
 d

h 
C

M
etansf 23

V cae RfbT

DUF938

Tree scale: 0.01


