
DUF3116

Sig70 r4
 2

HTH 35

Hom
eo

bo
x

A
rg

pr
es

so
r

M
er

N
A-

bi
nd

La

H
T

H
 3

2

Pox D
5

F
e repr C

Bot1p

HTHB IS605

R
ep 3

H
TH

 45

PhaCI repr

EAP30

HTH 39

Rrf2

BrkDBD

Fe repress

FaeA

H
P

D

E
LL

H
T

H
 3

3 B
ac D

naA
 C

BetR

H
T

H
 8

E
S

C
R

T-II

RPA C

DUF742

H
T

H
 1

0

H
TH

 3
8

H
TH

 1
6

N
eu

gr
in

Myb-bind 3

KORA

MerR 1

HTH 3

Sel-wing 1

DUF2582

Mnd1

D
U

F
1153

Li
nh

is
to

ne

Sigma70 r3

S
A

C
3 

G
A

N
P

S
ig

m
a7

0 
r2

D
U

F
32

53

RepL

D
U

F4364

D
U

F3
86

0

D
U

F
1323

SLIDE

HTH 41

HTHTnp 1 2

H
T

H
 27

M
arR

H
T

H
 4

3

Dimsation2

H
TH

 34

A
ph

A
 li

ke

PaaX

D
U

F1
49

2

Mybbinding

G
cr

A

HTH 12

E2F TD
P

Culn Nedd8

DUF2250

R
epc R

elax

MerR

P
adR

K
icB

P
ha

rm
in

as
e

D
U

F
11

33

HTH micro

RuvB C

B
-b T

F
IIIC

H
S

F
N

A
-bind

HTH 26

Tn916-Xis

D
U

F
480

TBPIP
M

yb-bind 2

PA
X

R
P

A

D
U

F1
44

1

V
ira

lp
ha

 C

D
U

F
18

04

T
F

IIF
 b

et
a

HTH 11

HTH 36

Trp
pr

es
so

r

C
SN

8 
EI

F3
K

FeoC

HTHnC
-ty

pe

D
U

F1
67

0

HTH 37

Myb-bind 4

RP-C

D
U

F
1870

M
arR

 2

H
T

H
 2

1

Peninase R

S
poIIID

S
ig

a7
0 

E
C

F

DUF3853

HTH psq

ARID

H
T

H
 2

3

H
om

ezSi
ga

54
 C

BD

M
qstitoxin

IRF

HTH
 7

H
T

H
 2

2

HTH M
ga

GntR

HTH DeoR

R
FXbinding

LacI

HTHp IS630

Phage CII
H

T
H

 T
np 1

H
T

H
 W

hiA

TFIE
 alpha

Ribmal S25

Put-bind N

R
N

A
l R

pc34

C
dc6 C

Dimisation

M
ADDNA bdg

FUR

SgrR N

SWIRM

HemN C

HTH Crp 2

Ribal S19e

M
ga

Trm
B

D
U

F1
49

5

DUF4
33

MerR 2

LexNA bind

Tras reg C

D
U

F2
08

9H
TH

p 
Tc

3 
1

SANP1 like

F-112

H
T

H
np M

u 1

HTHnp ISL3

LZ
 p

 IS
48

1

MotA activ

HTH 13

HTH CodY

Phap org N

H
T

H
 2

9

Te
rin

as
e 

5

AbiEi 3
 N

R
epA

 C

S
iga70 ner

DsrD

DUF739

P
ou

E
ts

DDRGK

HTH AraC

Exc

TrfA

K
orB

YjcQ

H
T

H
 T

np 4

Ydatitoxin

HTH
 2

4

RQC

HTH 40

P
ha

tit
er

m
Q

H
TH

 3
0

CENP-B N

Sigma70 r4

D
U

F3908

TFIIE beta

P
C

I

Ger
E

Myb-bind 5

H
T

H
 28

HTH 17

N
U

M
O

D
1

S
ulbus pR

N

Crp

IF2 N

HTH 5

YokU

H
om

ob
ox

 K
N

H
xlR

HTH 46

DUF134

D
U

F
4447

H
T

H
p 

Tc
3 

2

HTH 19

DUF977

Cro

TraI 2 C

HTH 25

RapNA-bind

HTH 47

Sel-wing 3

C
U

T

R
epC

STN
1 2

Myb-bind 6

UPF0
12

2

IB
D

AbiEi 4

F
ok

I N

DEP

RepA N

Siga54 DBD

HTH 18

HTH 31

O
S

T-
H

T
H

HTH 6

H
TH

 9

Mor

P
uR

 N

T
n7 T

nsA
 C

F
or

kh
ea

d

H
T

H
 1

Ftsk gamma

M
R

P
-L

20

FokI C

H
TH

Tn
p 

IS
1

HNF-1 N

HTH 2
0

H
T

H
np M

u 2

HTH Ic
lR

T
F

IF
 a

lp
ha

Myb-bind 7

H
T

H
 4

2

HTHTnp Tc5

P22 Cro

Phage AlpA

HrcDNA-bdg

HTH 15

TetR N

S
M

C
 S

cpB

D
U

F
18

36

H
A

R
E

-H
T

H

Rio2 N

Sel-wing 2

z-alpha

SatD

ANAPC2

DUF2316

R
T

P

Tree scale: 0.01


